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Abstract: Objective To ascertain the interrelationship between the manifestation levels of FNDC1, GPD2, and THBS2 in lung adenocarcinoma and the
corresponding clinicopathological attributes. Methods A cohort of one thousand patients diagnosed with lung adenocarcinoma at our institution, spanning
from January 2018 to January 2022, was enlisted as the study subjects. Pertinent clinical information, including chronological age, gender, tumor dimensions,
TNM classification, lymphatic metastasis status, histological differentiation grade, presence of distant metastasis, and tobacco use history, was meticulously
gathered and organized. Immunohistochemical staining techniques were employed to quantify the expression profiles of FNDC1, GPD2, and THBS2. The
objective was to juxtapose the correlation between disparate expression patterns of FNDC1, GPD2, and THBS2 and survival rates. Survival analysis was
conducted utilizing the Kaplan-Meier estimator methodology. Results The prevalence rates of FNDC1, GPD2, and THBS2 in lung adenocarcinoma exhibited
a statistically significant elevation compared to those in adjacent non-cancerous tissues (P<0.05). The expression of FNDC1 demonstrated a significant
association with the patient's chronological age, tumor magnitude, TNM staging, lymphatic metastasis, histological differentiation grade, and the presence
of distant metastasis (P<0.05). Similarly, the expression of GPD2 showed a significant correlation with the patient's age, tumor size, TNM stage, lymph node
metastasis, differentiation degree, distant metastasis, and tobacco consumption history (P<0.05). In contrast, the expression of THBS2 was significantly
linked solely to the patient's differentiation grade (P<0.05). Analysis employing the Kaplan-Meier estimator revealed that the median survival duration
for the FNDC1-negative expression cohort was 34 months, which surpassed that of the FNDC1-positive expression group (27 months). Furthermore, the
median survival times for the GPD2-positive and THBS2-positive expression groups were 30 months and 30 months, respectively, outperforming those
of their negative counterparts (26 months and 25 months). Conclusion The prevalence of positive expression for FNDC1, GPD2, and THBS2 within lung
adenocarcinoma tissues exhibits an augmentation, and each of these factors bears a correlation with the overall survival prognosis.
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= FNDC1(+)(n=300)  FNDC1(-)(n=700) t/x2&  PE GPD2(+)(n=350) GPD2(-)(n=650)  t/x & P&
FH(<60%) 180(60.00) 350(50.00) 8.430  0.004 220(62.86) 280(43.07) 35.604 <0.001
HHI(B) 100(33.33) 340(48.57) 0.077  0.782 180(57.14) 260(52.31) 2.141 0.143
AN >3cm)  210(70.00) 300(42.86) 61.910  <0.001 250(71.43) 260(40.00) 169.211  <0.001
TNM&HR(II~IV)  150(50.00) 200(28.57) 42386  <0.001 180(51.43) 170(26.15) 63.881 <0.001
HBLRB(HE) 190(63.33) 250(35.71) 65.012  <0.001 230(65.71) 210(32.31) 103.040  <0.001
DIRE () 200(66.67) 280(40.00) 59.829  <0.001 240(68.57) 240(36.92) 91.293 <0.001
TR (H) 80(26.67) 100(14.28) 21.809  <0.001 90(25.71) 90(13.85) 21.710 <0.001
TRARSE (B) 140(46.67) 320(45.71) 0.077  0.782 180(51.43) 280(43.08) 6.388 0.011
®R&\2
mE THBS2(+)(n=250)  THBS2(-)(n=750) t/x28 P
FH(<60%) 120(48.00) 380(50.67) 0.533  0.465
MR(B) 80(32.00) 360(48.00) 0.533  0.465
PR/ (>3cm)  150(60.00) 450(60.00) 0.000  1.000
TNMAHA(II~IV)  90(36.00) 260(34.67) 0.147  0.702
HEBEREB(H) 110(44.00) 330(44.00) 0.000  1.000
DUIRE (1K) 140(56.00) 340(45.33) 8.547  0.003
ERER(B) 50(20.00) 130(17.33) 0.903  0.342
RARSE (B) 100(40.00) 320(42.67) 0.547  0.459
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