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Abstract: Objective This study aims to investigate the prognostic value of SLC5A12 in Esophageal Squamous Cell Carcinoma (ESCC). Methods The expression
levels of the SLC5A12 gene were analyzed based on TCGA and GEO datasets, as well as gRT-PCR experiments. The prognostic predictive value of SLC5A12,
its correlation with tumor-infiltrating cells, and its characteristics in the ESCC microenvironment were evaluated. Results SLC5A12 expression was
significantly upregulated in the ESCC group and could serve as a potential prognostic biomarker. SLC5A12 expression was closely associated with immune
cell infiltration. Single-cell analysis confirmed that the group with high SLC5A12 expression had a higher copy number variation (CNV) score. Conclusion

SLC5A12 may serve as a potential prognostic marker and therapeutic target for ESCC.
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