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Correlation Analysis of HBV DNA Quantitative and Abnormal
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Abstract: Objective To explore and analyze the correlation between the quantification of hepatitis B virus deoxyribonucleic acid (HBV-DNA) and the abnormal
elevation of serology and alanine aminotransferase (ALT) in patients with hepatitis B. Methods 160 patients with hepatitis B admitted to our hospital from
June 2022 to June 2024 were selected. All patients received quantitative HBV-DNA testing, serological testing and ALT testing. Results There were significant
differences in serological patterns under different HBV-DNA quantification levels (P<0.05). When the HBV-DNA quantification was less than 1x103copy/mlL,
1x103~1x10° copy/mL, and>1 x10°copy/mL, the abnormal elevation rates of ALT were 16.95%, 18.46%, and 52.78%, respectively. There were significant
differences in the abnormal elevation rates of ALT under different HBV-DNA quantification levels (P<0.05). After taking the logarithm of HBV-DNA copy
number and performing Spearman rank analysis with serology and ALT, the results showed that HBV-DNA quantification was significantly positively correlated
with HBeAg and ALT, and significantly negatively correlated with HBeAb and HBcAb (P<0.05); there was no significant correlation with HBsAg and HBsAb
(P>0.05). Conclusion There is a significant correlation between HBV-DNA quantity and abnormal elevation of serology and ALT in patients with hepatitis B.
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