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Etiological Dignostic Value of Metagenomic Next-generation
Sequencing in Scrub Typhus
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Abstract: Objective To investigate the diagnostic value of Metagenomic next-generation sequencing (mNGS) in scrub typhus. Methods From January 2019 to
December 2023, scrub typhus patients admitted to the Second Affiliated Hospital of Xiamen Medical College were retrospectively reviewed. Samples were
collected for peripheral blood mNGS test, Weil-Felix test (WFT) and colloidal gold immunochromatography assay (CIA), the sensitivity, the time required
for detection, the influence of antibiotics on detection sensitivity before detection of the three methods were compared. Results A total of 55 scrub typhus
patients were included. The positive rate of MNGS (87.27%, 48/55) was significantly higher than that of WFT (33.96%, 18/53) and CIA (69.39%, 34/49), the
difference was statistically significant (P<0.05). Preoperative use of antibiotics had no significant effect on the positive rate of mNGS , WFT and CIA (P>0.05).
The detection time of mNGS (1.5+0.14)d was significantly shorter than that of the CIA(1.90£0.27)d, the difference was statistically significant (P=0.02). The
misdiagnosis rate of scrub typhus was 58.51%. Conclusion The sensitivity of mMNGS was higher than that of WFT and CIA in the diagnosis of scrub typhus
patients. Preoperative use of antibiotics had no significant effect on the positive rate of mMNGS, WFT and CIA.
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