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Application of Two Identification Methods for Mycobacterium
Species in Suspected Non-tuberculous Mycobacterial Lung
Disease®
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Abstract: Objective To analyze and compare the results of targeted next-generation sequencing and acid-fast bacilli isolation culture+ Gene chip bacterial
identification in bronchoalveolar lavage fluid of patients in our hospital, so as to provide a basis for rapid diagnosis of NTM-PD. Method's Using targeted
next-generation sequencing and acid-fast bacilli isolation culture + Gene chip bacterial identification on BALF samples from 127 suspected non-tuberculous
mycobacterial lung disease patients,compare and evaluate the positive rate results of the two methods. Resufts Out of 127 patients' BALF samples, 103
cases were detected as NTM positive by tNGS, with a positivity rate of 81.1%, and 109 cases were identified as NTM positive through isolation culture+
Gene chip bacterial identification, with a positivity rate of 85.8%, the detection abilities of tNGS and isolation culture+ Gene chip bacterial identification
in NTM were compared using the ratio X2 test method, the McNemer test result showed P=0.405>0.05, with no statistically significant difference. There
is no difference between the tNGS detection and isolation culture+ Gene chip bacterial identification. The positive rate of the combined detection of the
two methods was 97.6%. 78 cases were identified as the same bacterial community using both methods, with a consistency rate of 61.4%. Conclusion The
positive rates of NTM detection using tNGS and isolation culture+ Gene chip bacterial identification are similar. The detection of tNGS has a short reporting
time, multiple types of identification, and can even reach subspecies, which can provide significant clinical reference value for the diagnosis of NTM-PD.
Isolation culture+ Gene chip bacterial identification can help correct the early diagnosis of NTM-PD. The combined detection of two methods can improve
the positivity rate and enable early diagnosis of NTM-PD.
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