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ABSTRACT

Objective To investigate the expression levels of long non-coding RNA plasmacytoma variant
translocation gene 1 (IncRNA PVT1) and fork head box transcription factor M1 (FOXM1) in serum of
patients with ischemic disease, and the relationship between the expression levels combined with
late gadolinium enhancement magnetic resonance imaging (LGE-MRI) and prognosis. Methodls From
February 2021 to February 2022, 118 patients with ischemic heart disease admitted to our hospital
were regarded as the study group, during the one-year follow-up, 32 patients were grouped into the
MACE group and 86 patients without MACE group based on whether major adverse cardiac events
(MACE) occurred during the follow-up process. During the same period, 118 healthy volunteers who
underwent physical examinations in our hospital were regarded as the control group. Real-time
fluorescence quantitative PCR (qRT-PCR) was applied to detect the relative expression of IncRNA
PVT1 in serum. Enzyme linked immunosorbent assay (ELISA) was applied to detect FOXM1 level.
Receiver operating characteristic (ROC) curve was applied to analyze the predictive value of LGE-
MRI, serum IncRNA PVT1, and FOXM1 for MACE in patients with ischemic heart disease. Results The
levels of DBP, SBP, TG, TC, LDL-C, and GLU in the study group were obviously higher than those in the
control group, while the level of HDL-C was obviously lower (P<0.05). Compared with the control
group, the serum levels of INcRNA PVT1 and FOXM1 in the study group were obviously increased
(P<0.05). Compared with the non MACE group, the levels of DBP, SBP, TC, and LDL-C in the MACE
group were obviously higher, while the level of HDL-C was obviously lower (P<0.05). Compared
with the non MACE group, the serum levels of INcRNA PVT1 and FOXM1 in the MACE group were
obviously increased (P<0.05). The number of LGE-MRI positive in the MACE group was obviously
higher than that in the non MACE group (P<0.05). Compared with LGE-MRI, serum IncRNA PVT1,
and FOXM1 alone, the combination of the three in predicting MACE had a higher AUC (Z=7.221,
P<0.001; Z=7.737, P<0.001; Z=7.091, P<0.001). Conclusion The serum IncRNA PVT1 and FOXM1
levels are highly expressed in patients with MACE after ischemic heart disease, and the combination
of the two and LGE-MRI has certain predictive value for the occurrence of MACE.

Keywords: Long Non-coding RNA Plasmacytoma Variant Translocation Gene 1; Fork Head Box
Transcription Factor M1; Late Gadolinium Enhancement Magnetic Resonance Imaging; Prognosis;
Ischemic Diseases
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#H MRA(n=118) STHRH(n=118) x 2/t P

H3(B/%) 63/55 60/58 0.153 0.696
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LDL-C(mmol/L) 2.711%£0.31 2.60%0.30 2.770 0.006
HDL-C(mmol/L) 1.19%+0.14 1.31£0.15 6.353  <0.001
GLU(mmol/L) 5.45+0.56 3.74%0.41 26.764 <0.001
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WA 118 1.01£0.11 10.30£1.16

t - 12.120 7.485

P - <0.001 <0.001
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