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Changes and Significance of Combined Detection of HBV pgRNA
and cccDNA in Antiviral Therapy for Patients with Chronic
Hepatitis B
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Abstract: Objective To explore the predictive value of hepatitis B (HBV) pre-genomic RNA (pgRNA) combined with covalently closed circular DNA (cccDNA)
for antiviral efficacy in patients with chronic hepatitis B (CHB). Methodss Clinical data of 96 patients with CHB who received antiviral therapy in
our hospital from August 2019 to August 2022 were collected. Patients were divided into complete response group (78 cases) and incomplete
response group (15 cases) according to whether they received complete response after 48 weeks of treatment. The HBV cccDNA and HBV pgRNA
levels were detected at different times, and the factors influencing the complete response of CHB patients were analyzed by Logistic regression.
The predictive value of pgRNA and cccDNA in antiviral efficacy was analyzed by receiver operating characteristic (ROC) curve. Results Of the
96 patients, 78 obtained an incomplete response after antiviral therapy. The levels of HBV pgRNA and HBV cccDNA in the complete response
group were lower than those in the incomplete response group before treatment, 24 weeks and 48 weeks after treatment (P<0.05). Logistic
regression analysis showed that high levels of HBV pgRNA and HBV cccDNA at 24 weeks of treatment and low levels of ALT before treatment
were independent risk factors for ineffective antiviral therapy in CHB patients (P<0.05). ROC analysis showed that the AUC value of HBV pgRNA
in predicting the antiviral efficacy of CHB patients was 0.618, and 95%Cl was 0.513-0.716. The predicted AUC value of HBV cccDNA was 0.667
and 95%Cl was 0.561~0.760. The combined predicted AUC value was 0.881, and 95%Cl was 0.799~0.938. Conclusion HBV pgRNA and cccDNA
are down-regulated in antiviral therapy for CHB patients. HBV pgRNA combined with cccDNA detection at 24 weeks of treatment has higher
predictive value for antiviral efficacy of CHB.
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E  67(85.90) 14(77.78%)
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3 2E

CCCONAFETFEEAMIZFR, EHBY DNAERZANEERE
T, BRINTURSAYEEYREMRCcccDNA, XESE
CHBEHAE £M*RAE", KAKIERT, HRFZHRER
&=, MEpgRNARIEEE. Tol, BEER RMFFAEACcccDNA
HEREM, BEF ERE SN, cccDNA. pgRNAK IR F
MRS ITN, BE—ENSENE. AMARANICHICHBEE
BIRAR AR ITRIBE 247, LUEAACHBEE R AT 27
ED

IeHIBEFTFIRBERENE, TENEEXHE1.25%,
RITMASATHNESBOCHBEEL AR B RENE, BhER
BIFUNR ST, RAEHTTR, VWEBREESNASTR. &
MRER, TEMEHEBTRI. AT24F. 48FEHBV pgRNA,
CCcONAKFRFERLNEAR, RPREFZEMNENCHBES
M;E+FHBYV pgRNA. cccDNAKFERERTFIETLENA, &
Logistic[Ely353#fr, 7A7724EHBV pgRNA. HBV cccDNAB KT
KATTRIALTR K FREMCHBEE MRS AT ERHIHI B
A&, 2ERA, cccDNANER. HRRECHBH AR
WERIFEEBRER, BaiivRE a7 %181 18 b 40 Rk Ze 3 0
HEEH, MMEMcccONAMSRITRR", ARAM, YATHE
WFRIERES T, FFAcccDNAKRERBEMAS, cccDNAK
THE, McccDNAMS A ZHBVRRMM H A A E H A
=, Eit, cccDNAKFE#MS, HBVRBEHTE, ATARZE
PR&I, EZmimsra™ ™, HBY pgRNAR—FF B HBVIIE S
WEY, ENRSATIETEBRHS RMHBVHEHIIER,
PgRNAKF#E, REAHBVERMFIREHS, TURSTRET,
B pgRNAR cccDNARE RAE R HBVAIE B a R, pgRNAT
PEEHFRBACccONANE REEMRE, #—PRBIUURSTH
%97, WIRBESTHEERENSENE ", ATHALT
BEBEWNARS AT REERRY, AJES5CHBEEN R
REBIFE X, AARHITEROCHTETR, HBV cccDNA,
PgRNAFINI A S T MBIAUCEN0.618. 0.667, —EBA
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