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Abstract: Objective To explore the molecular mechanism of miR-502-3p in inhibiting the progression of renal clear cell carcinoma (CCRCC) through the
regulation of fatty acid-binding protein 7 (FABP7). Methads In a case-control study, we analyzed miR-502 binding sites in 100 renal clear cell
carcinoma and 100 healthy controls, and analyzed FABP7 protein expression relationship between FABP7 gene expression and miR-502-3p to
provide a reference for the prevention and treatment of renal clear cell carcinoma. Results The miR-502 has three genotypes: TT, CT and CC. In T,
100 CCRCC patients, TT, CT and CC genotypes were 57.00%, 33.00% and 10.00%, C and T allele frequencies varied between CCRCC patients and
healthy patients (P<0.05); CC genotype was compared with CT, TT and CT + TT genotypes respectively (P<0.05).The FABP7 and the CC genotypes
were not significantly different (P>0.05), and the FABP7 was highly expressed in the CT and TT types (P<0.05). Conclusions miR-502-3p can be used
as a predictor of the risk of CCRCC patients, can inhibit FABP7 expression through miR-502-3p, and then accelerate the apoptosis of CCRCC cells,
and may serve as a potential target for renal cancer treatment.
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