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Abstract: Objective To explore the correlation between GRHL2 expression, MLH1 methylation and clinical features of patients with non-small cell lung cancer. Methods From
January 2016 to April 2021, 486 patients with non-small cell lung cancer were treated in Tianjin Binhai New Area Dagang Hospital of Traditional Chinese Medicine.
The expression of GRHL2 and MLH1, tumor classification, clinical stage and prognosis were analyzed. Results In 486 patients with non-small cell lung cancer, there
were more patients with age >40, tumor size >3cm, clinical stage IHII, lymph node metastasis, tissue type squamous cell carcinoma, and the difference was more
obvious (P<0.01). GRHL2 was highly expressed in 379 cases of cancer tissue, low in 107 cases, high in 187 cases of adjacent tissues and low in 299 cases; GRHL2
showed a high expression trend in cancer tissues and a low expression trend in adjacent tissues. The expression of GRHL2 was significantly different in cancer tissues
and adjacent tissues.In non-small cell lung cancer (NSCLC), the proportion of methylation of MLH1 gene was 46.84%, of which partial methylation was 34.29% and
total methylation was 12.55%.The proportion of methylation in paracancerous tissues was 24.61%, of which partial methylation was 5.52%; total methylation was
19.09%. The methylation of MLH1 gene in non-small cell lung cancer was significantly higher than that in paracancerous tissue (P<0.01) .Spearman analysis showed
that the expression of GRHL2 was significantly correlated with tumor size, clinical stage, and lymph node metastasis (P<0.01), but not with age and sex (P>0.05). The
high expression of MLH1 methylation and GRHL2 was inversely proportional to the survival time of non-small cell lung cancer (P<0.01). Condlusion the differential
expression of MLH1 methylation and GRHL2 is closely related to tumor size, clinical stage and lymph node metastasis in patients with non-small cell lung cancer, and
at the same time has a significant correlation with the prognosis of patients, which has important reference value in the treatment of non-small cell lung cancer.
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