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Abstract: Objective To explore the value of serum miRNA-21-5p and miRNA-574-5p in the differential diagnosis of benign and malignant pulmonary
nodules. Method's The 57 patients with pulmonary nodules admitted to our hospital were divided into benign nodule group (n=12) and malignant
nodule group (n=45) according to the pathological results. The clinical data of the patients were collected, and the levels of miRNA-21-5p and
miRNA-574-5p were detected by RT-PCR. Results There was no difference in the distribution of gender, age, smoking history, tumor family history,
nodules with different diameters and densities between benign nodules and malignant nodules (P>0.05). There was a significant difference in
the distribution between benign nodules and malignant nodules (P<0.05), and the frequency of malignant nodules in the upper lobe of the right
lung was the highest (48.89% ). The levels of miRNA-21-5p and miRNA-574-5p were significantly different between benign and malignant nodules
(P<0.05), and the levels of serum miRNA-21-5p and miRNA-574-5p in malignant nodules were higher. According to ROC curve analysis, the AUC of
miRNA-21-5p and miRNA-574-5p in the diagnosis of malignant pulmonary nodules were 0.690 and 0.711, respectively, and the AUC of combined
detection was 0.819. Conclusion The serum levels of miRNA-21-5p and miRNA-574-5p in patients with malignant nodules were significantly higher

than those in patients with benign nodules, which may become potential serum biomarkers.
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