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Analysis of Two-Half-Test Results and HBV-DNA Positive Rate in Hepatitis B Patients
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Abstract: Objective To analyze the results of two half-test and the positive rate of HBV DNA in hepatitis B patients. Methods 6321 cases of hepatitis B virus
hepatitis were screened from September 2020 to October 2020, Of these ,316 were positive, For 316 patients with hepatitis B, two half tests
and HBV-DNA tests, Compare the total quantitative positive rate HBV-DNA different types, Analyze the relationship and consistency between

two half-test and HBV-DNA quantitative detection of hepatitis B. Results The total quantitative positive rate HBV-DNA Sanyang patients was
94.67%(71/75) higher than that of Sanyang patients HBV-DNA 40.29% (56/139), difference was statistically significant (P<0.05); The results of
two half-test and HBV-DNA quantitative test were consistent (Kappa index 0.712, 95% ClI 0.216-0.795, P<0.001). Conclusion The total positive
rate of HBV-DNA in patients with hepatitis B is higher than that in patients with hepatitis B, and the two half tests and the HBV-DNA positive rate

were consistent, it can provide scientific basis for clinical diagnosis.
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