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[Abstract] Objective The purpose was to systematically assess the potential role of IncRNA HOTAIR in the prognosis of

common gynecologic malignant cancers. Methods Literatures of PubMed, Cochran Library, Embase and Web of

Science were searched up to 31th, August, 2017. According to the inclusion and exclusion criteria, all studies about

IncRNA HOTAIR and the common gynecologic malignant cancers were included and assessed by Newcastle-Ottawa

Scale (NOS). Stata 14.0 was used to analyze the data from the literatures and make subgroup analysis. Finally, the

publication bias was assessed for all included studies. Results Finally, nine studies were included, covering 636 cases in

the experiment group and 458 cases in the control group. LncRNA HOTAIR merger risk ratio was HR=2.10, 95%CI:

1.51-2.93(P=0.000). In the subgroup analysis of tumor type and specimen type, high expression of IncRNA HOTAIR

was relative with low OS. Conclusion LncRNA HOTAIR was expected to be a potential biomarker for the common

gynecologic malignant cancers.
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